The 32nd PharmaScience Forum
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The University of Tokyo Drug Discovery Initiative & AMED-BINDS Joint Symposium

13:00 AMED-BINDS/CREDD Introduction 2025

13:00 — 13:10 Greeting: Tatsuya Zenkoh (The University of Tokyo,
Drug Discovery Initiative)
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(Update on Academia Drug Discovery Support by AMED-BINDS)
13:10 — 13:20 Greeting: Katsumi Maenaka (Hokkaido Univ.)
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Hokkaido University Drug Discovery Center and BINDS Support)

13:20 — 14:10 Kosuke Yasuda, Kayoko Kanamitsu (The University of Tokyo, DDI) :“:/ﬁ E j( i SEZ i —%B
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14:10 Natural Product Chemistry

14:10 — 14:35 Aya Yoshimura (Hokkaido Univ.)

R M7 I LEHRICE T 5 KARYIEZE (Natural Product Discovery in the Post-Genomic Era)
14:35 - 15:00 Tsukasa Shimakawa (Hokkaido Univ.)
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(Total Synthesis of Densely Functionalized Natural Products Enabled by New Transformations)
15:00 — 15:25 Kazuki Yamamoto (Hokkaido Univ.)

KRB hE ik 2 k3 2 MEEEAR T 1 77V —S L DFASE (Development of a

Comprehensive Derivative Library Synthesis Method for Accelerated Natural Product Structure Optimization)

15:25 Coffee Break

15:50 Structural Biology Session (English)

15:50 — 16:15 Shunsuke Kita (Hokkaido Univ.)

Structure Analysis of the SARS-CoV-2 Spike Protein and Approaches to Drug Discovery
16:15 - 16:45 Alex (Mingjun) Xu (OIST)

Cryo-electron tomography: current state, challenges, future directions
16:45 - 17:25 Sangho Lee (Sungkyunkwan Univ.)

Integrative structural biology approaches to elucidate structure-based mechanisms of potential
drug targets

17:25 Closing Remarks
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